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Figure S1. The full-length cDNA nucleotide sequence and corresponding amino acid sequence of PnIRF5.
The start codon (ATG) and stop codon (TAA) were formatted in bold text. The predicted DNA binding
domain (DBD, 7-104 aa) was indicated by grey shade. The middle region (MR, 108-195 aa), IRF association
domain (IAD, 196-327 aa) and virus activated domain (VAD, 326-479 aa) were showed by underline with
line, wavy lines and double lines, respectively. The two nuclear localization signals (NLSs, 5-10 aa, 413-

419 aa) in the DBD and IAD were indicated by box. The five conserved tryptophan (W) residues forming

AAGAATTTCTAACCAGGAAGTTTACCTCCCTCCTCCCCTTCTGCTTTCATAGGCAGCTTCTGCTTTTTGTATTTT
GTGTCTTCAGTCATCGTCTTGGAAGTGCTGTCCTTCCTTCCTTCCAGGGAGCTGGCTGGAAGAATGACTTCCCAG
GAGAGCGTCCCTTTCTCAGCT TAGGAAAGCCGAGACACACCTGGAGAGCAGATCCTACGGAACAAAGAACTCTAC
ACCTTGCTGAGCTCTGOGTGOGTGGACCACCTGAGAAGTACAGTAAGTACTACAGACTCGGTAAGATGGTGAGGT
TGGTATGCATTGCTGCTGTCAAGGTTTTTTAACCATCCAGAATTCAGCACGTGGAGATGAATCCGCATCCACGAC

M N P H
GCATCCGTCTTAAGCCATGGCTGGTAGCACAGGTGCACAGTGGGAATTATCCAGGCCTACACTGGGAAGATAGGG

[R T RLIKPWLVAQVDSGNYPGLHTYEDHR
AACACAAGCTATTCCGCATTCCATGGCGTCATGCAACACGTCACATACCAATGCAAGATGATGAGAACACCATAT

EHEKLTFRIPWRHATRIHETIPMGQDDENTI
TTAAGGCCTGGGCAAAGGAAACAGGCAAATACCAAGAGGGGGTAGATGAACCTGACCCTGCAAAGTGGAAGGCAA
FKAWAKETGEKYGQEGVDETPDTPAEKTWEKA
ATTTGCGCTGTGCTCTGAACAAGAGTCGAGAGTTTAAATTGTTGTATGATGGCACTAAGGAAACCCCCATGCAGC
NLRCALNEKSRETFIE KTLTLTYDGTE KETTPMAQ
CATTCAAGATCTACCAGCTATGTGACCTCTCTGGGCAGAATGAAGATTCTTTACCTGTGGAAGCCTTGCATGATG
PFKIVYQLCDLSGGQNETDSTLFPVEALTHD
AACCTATAAGCGATGATGAAAAAGATATCAACCATATGTTCCCAATGCTTGAAATTCAAGATGCACTTCCTCCTT
EP I SDDEEKDTINHMFPMLETIQDALTPTFP
ATACCTGGCCCAAGGCTGAACCTGTTTTTAGTTCCTGTTCAAATCTTATACAGCCCAACCGTGCACTAGCCGATT
Y TWPEKAEPVFSSCSNLTIQPNRALGATD
CTGTGCCCTCGGCATCTCCCGTAGCATACACTGGTGTGGAGCTGTCACCACAAGGCTTGGTACCACAACCTGTAG
S VPSASPUVAYTGVELSTPQGLVYVZPQPV
TAATTCCCCATCCAGAGCTGGTTGCTCCAACAGGTCTGGAGACCACCCAGAATGCAGAGCTTCCTATACCAGGAG
VIPHPELUVYVAPTGLETT QNAETLTPTIPG
TAATGCCTACACCTGTTGAGCAGGGGATTCCAGGCTTACTCATTAGTCCACAGATGCTGCCATTGACTGACCTGG
VMPTPVEGQGTIPGLTLTISPAQMILPTLTDL
AMTAAAGTTTCTATATAGAGGGAAGCAAGTTGGAATGATGACTGTTAGTAACCCTCATGGCTGCCGCCTTTACT
E I KFLVYRGEKO QVGMMTVSNPHGC CERL.Y
ACAGTAACCTTGAGCCAACCCCAGAGCAAGTGGAGCTGTTTGGCCCAACAACACTGGAACAAGTTCGATTTCCTG
Y SNLEPTPEGQVELTFGPTTLES® QYT REFFP
GAACAGATGAGATTGGAAATGAGAAACAGAAGTTCTACACTAACCATCTTCTGGATGTAATGGACCGGGGGCTGA
G TDETIGNEIEKG QEKFYTNHLTLDVYMDE RG.L
TCCTTTGCCTACAAGGCCAGGATATATATGCCATTCGCTTGTGTCAGTGCAAAGTCTTCTGGTCTGGGCCATGTG
I L CLQGQDTIVYAIRLTCG QCEKVYTFUWSGPC
CCCCTAATGTAGGTGGACCCAACCCTATAGAAAGGGAGAAGAGAATCAAACTATTCAGCCTTGAGACGTTCTTGA
APNVGGPNPTIERETZKRTIZKLTFSTLETTFL
ATGAGCTCATTGCTTGCCAGAAAGGTCAAACAAATGCATTGCCTTCATATGAAATATTCTTCTGTTTTGGTGAAG
NELIACGQEKG G QTNALZPSTYETILITFTFTCTFGE
AATGGCCGGACCAAAAACCAAGGGAGAAAAAACTAATCACCGTACAGGTTATTCCTGTGGCTGCCCGTTTGCTTT
EWPDOGQEKIPRETKIEKTLTITVQVIPVAARTLIL
CTGAAATCTTCTCAGGGGAGCTGTCGTGGTCTGCAGATAGTATAAAACTCCAGATATCACATCCAGATCTAAAGG
SEIFSGELSWSADSTIE KL QISHPDLEK
ACAAMATGGTGGAACAGTTCAAAGAACTCCATCAACTGTGGCAGAGCCAGCAGACCCAAGCACTTGCTCCACAAG
DKMV EQFEKETLHQLUW¥®QSQQTOQALATPRQ
GTGCAGGAACTAATCCAGGGGTAGATGTGGCATCCGGTCCCTGGCCCATGCACACTGAAGCATGCAATAAACCC
GAGTNPGVDVASGPWPMHTESMGQ *
TGTATGATCACCTGTGTTACTTCATCTGACTGTAGACCGCACATTAGTTCATTCCCATTTGGACTTGGGGTTGAC
TTGTTAAGCTGTCTTCCCACTGCCTCACCTTGGTTTGTATAGAGAACACCCAGCAAATCTATTGAATAGTCAAGA
TGTATTAAGGATAAACATACGTCTGTTCAAGCT TGAGAACAGACTTTAAAAAAAAAAAAAAAAAA

the ‘tryptophan pentad-repeat” were formatted in bold red text.



Table S1 The amino acid similarities (%) of PnIRF5 and other known IRF5s

Pelophylax
GenBank Homo sapiens Mauremys mutica Gallus gallus Mus musculus Danio rerio

, nigromaculatus
accession

numbers All DBD IAD All DBD IAD All DBD IAD All DBD IAD All DBD IAD All DBD IAD
XP_04727

Homo sapiens 2991 - - - 6327 79.05 6856 5297 62.04 5328 8498 9286 9035 48.64 7048 5459 5694 7333 64.19
Mauremys XP_04484

63.27 79.05 68.56 - - - 53.18 6190 5541 6268 7714 6886 5538 7810 5855 61.26 83.81 66.09
mutica 7579.1
XP_04676

Gallus gallus 15561 5297 6204 5328 5318 6190 5541 - - - 53.18 61.11 53.07 4873 6190 5152 4873 63.81 49.35
NP_0012

Mus musculus 393111 8498 9286 9035 62.68 7714 6886 53.18 61.11 53.07 - - - 51.58 6952 5746 5655 7429 64.04
NP_0013

Danio rerio 147461 4864 7048 5459 5538 7810 5855 4873 6190 5152 5158 69.52 5746 - - - 54.00 78.10 58.80
Pelophylax OP03910

5694 7333 6419 6126 8381 6609 4873 6381 4935 5655 7429 64.04 5400 7810 58.80 - - -

nigromaculatus
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