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Table S1 Statistical analysis of the 

transcriptome sequencing and assembly 

Summary VR VS 

Raw reads 24,366,080 32,074,449 

Clean reads 23,371,075 29,171,777 

Error rate 4.08 % 9.04 % 

Q30 (%) 91.28 88.41 

GC content (%) 47.53 47.45 

Mapped Reads 17,350,434 21,799,154 

Mapped Ratio  74.24%  74.73% 
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Table S2 Annotation statistics of predicted genes 

Annotated Database Annotated_Number 300<=length<1000 length>=1000 

COG 2086 967 1112 

GO 1895 861 1028 

KEGG 1485 653 827 

Pfam 2330 1109 1216 

Swissprot 2057 947 1105 

nr 2507 1209 1283 

All_Annotated 2509 1210 1283 
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Figure S1 Length distribution of obtained Unigenes  
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Figure S2 DEGs in two-component system  
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Figure S3 DEGs in ABC transporters system 

 



7 

 

 

 

Figure S4 DEGs in flagellar assembly process 

 

 

 


